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BACKGROUND With an incubation period of one to three days, clinical signs
typically include transient lethargy, inappetence, pyrexia, a dry-
harsh cough, and nasal discharge

Equine influenza (El) is an acute, highly contagious respiratory infection of
horses caused by equine influenza virus (EIV). Transmission occurs primarily via
viral aerosolisation during coughing, with fomite transmission, via contaminated
equipment, also possible

The brief incubation phase, coupled with high-titre viral shedding immediately
following infection, facilitates rapid spread, particularly during the
movement, co-mingling, and transport of horses

- MARKED INCREASE OF OUTBREAKS

Following a relatively quiet first quarter of 2026, with only two outbreaks
recorded nationwide, April and May 2026 saw a marked increase in lab confirmed
outbreaks (Figure 1), highlighting the continued importance of El as an endemic
yet episodically emergent respiratory pathogen of equids
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Figure 1: Progression of laboratory-confirmed El outbreaks over time, showing total sampled outbreaks
(including non-reported outbreaks - i.e laboratory-confirmed outbreaks known to but not officially reported
to EIDS), reported outbreaks by sampling date and, reported outbreaks by reporting date
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